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Identification of epigenetic mechanisms of intractable factors based on
endotypes of chronic rhinosinusitis
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Hierarchical clustering and principal component analysis (PCA) collectively
showed that eosinophilic chronic rhinosisusitis with nasal polyps (ECRSWNP) and non-ECRSwNP
(NECRSWNP) had distinct gene expression patterns. Of note, these genes could be divided into 8
distinctive clusters having different expression patterns and functions. Upstream Regulator Analysis

revealed that not only T-helper 2 (Th2) and the eosinophilia-related molecules (IL4, IL5, and CSF2)

reported so far, but also cell cycle regulators (CDKNA1 and CCND1) and a tissue fibrosis-related
molecule (TGF-PB ) were identified in ECRSWNP. On the other hand, mainly interferons (IFNs) and acute

inflammatory cytokines (IL1 and IL6) were predicted as upstream regulators in NECRSWNP. These
results are useful for understanding the molecular basis of the mechanisms of CRSWNP and point to
new targets for developing specific biomarkers and personalized therapeutic strategies for CRSwNP.
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