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Development of rapid, simple, on-site measurement method for nitrifying and
denitrifying bacteria and its application to management index for wastewater
treatment process

Takeshi, YAMADA
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In this study, we investigated the optimum condition of CTC (5-cyano-2,
3-ditolyl-2-tetrazolium chloride) method for detection of ammonia oxidizing bacteria (AOB). In
addition, we studied on DNA aptamer that specifically bound to cell surface protein of AOB and on
the high sensitivity of DNA aptamer. The optimized CTC conditions for measuring the number of AOB
viable cells revealed that the CTC concentration was 5 mM and the CTC reaction time was 3 hours.
Furthermore, we succeeded to concentrate the candidate DNA aptamer that bind to AOB.
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