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To identify genes associated with the biogenesis of the metabolite that have

insecticide activities, we performed a time course transcriptome analysis in response to wounding
stress in Pyrethrum. We sampled Pyrethrum leaves after wounding treatments and analyzed RNAs
transcribed in the leaf tissues by a RNA-seq method. In the RNA-seq analysis, we obtained 785,196,
824 reads and assembled these reads into 195,776 sequences corresponding to the expressed genes. We
then establised a genomic resource to explore conprefensively genes associated to the biogenesis
of the metabolits that have insecticide activities in this plants through analyses ifor gene
functional annotations and compartive analyses with genes in other plant speices.
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Table S1. Summary of the reads Pyrethrum transcriptome.

Biological R
replicate Sampling time ‘ samplename  Number of total reads
omin. 1 78,818,100
1 5min. 2 58,055,296
30 min. 3 65,319,132
60 min. 4 69,979,908
omin. 5 78,002,858
) 5min. 6 50,182,922
30 min. 7 49,676,672
60 min. 8 56,387,450
omin. 9 52,383,092
3 5min. 10 55,044,404
30min. 11 66,790,770
60 min. 12 48,249,798
13 47,306,422
RNA-seq
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Table S2. Summary of the reads mapped to the contigs.
Biological | Sampling| sample  Number of Peroe;tja?ee;(cj)z
replicate | time name  mapped reads mapp(% )
0O min. 1 64,387,221 81.69
1 5min. 2 45,935,224 79.12
30 min. 3 52,671,656 80.64
60 min. 4 57,282,749 81.86
omin. 5 61,933,786 79.40
5 5min. 6 47,164,409 79.69
30 min. 7 39,416,889 79.35
60 min. 8 45,749,560 81.13
Omin. 9 42,438,834 81.02
3 5min. 10 43,805,665 79.58
30 min. 11 53,590,542 80.24
60 min. 12 39,228,557 81.30
13 38,097,740 80.53
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