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The unique Bifidobacterium strain constituting the intestinal microbiota is
desirable for improving the intestinal environment because it has a symbiotic relationship with host
for a long time. In this study, we aimed to search for the type of oligosaccharide that
specifically promotes the proliferation of the host-specific Bifidobacterium strain. Firstly, we

tried to establish the culture conditions for screening of oligosaccharide assimilation by bacteria.
Then, we evaluated the bacterial proliferation using seven isolates belonging to four
Bifidobacterium species derived from human feces, in addition to type strains of eight
Bifidobacterium species and nine representative species that reside in the human gastrointestinal

tract (including oral cayity%. As a result of our screening system, we obtained fundamental data of
Bifidobacterium strains in the utilization of oligosaccharides.
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Type strain Species JCM No.
B1 B. adolescentis 1275
B2 B. animalis subsp. animalis 1190
B3 B. animalis subsp. lactis 10602
B4 B. bifidum 1255
B5 B. breve 1192
Bé B. Iongum subsp. longum 1217
B7 B. longum subsp. infantis 1222
B8 B. pseudocatenulatum 1200
C1 Escherichia coli 1649
C2 Staphylococcus aureus 20624
C3 Streptococcus salivarius 5707
C4 Streptococcus mutans 5705
C5 Clostridium perfringens 1290
Ceé Clostridium butylicum 1391
C7 Clostridium difficile 1296
C8 Bacteroides fragile 11019
C9 Porphyromonas gingivalis 12257
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