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High-through culture method enabling the genome-phenome integration screening
system
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The ultimate goal of this study is the development of a next generation
screening system "genome-phenome integration screening system" that integrates genome analysis and
comprehensive phenotypic analysis. For this study, one cell separation, cultivation and screening
system are essential. Therefore, we attempted "establishment of a cell screening system for
eukaryotic microorganisms” relatively easy . We succeeded in screening of higher lipid production
oleaginous yeast strain. Next, we attempted "establishment of screening system for eubacteria”
relatively difficult. We succeeded in cultivation and screening of model organisms, cultivation of
environmental microorganisms and microbial flora analysis.
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