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In ATLL model mouse, we found that point mutations and 5 deletions of
HTLV-1 induce HBZ activation. Furthermore, the HBZ activation mechanism on HTLV-1 carrying the
deletion was due to disruption of mir-324-3P mediated HBZ repression. Interestingly, we also found
that mir-324-3P was deleted in about 40% of ATLL cases. This result strongly suggests that
mir-324-3P might function as a tumor suppressor gene in the process of ATLL development
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