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Are there any highly oncogenic Epstein-Barr virus strains?
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Approximately 10% of gastric cancer cells are positive for Epstein-Barr
virus (EBV) infection. Genome editing technology was used to clone full length genomes of two EBV
strains derived from gastric cancer cell lines, and their sequences were determined. Phylogenetic
analyses revealed that both strains belong to EBV family commonly observed in East Asian countries.
When immortalized keratinocytes were stably infected with these gastric cancer-derived EBVs, the
infected cells became resistant to oncogene-induced cell death, implicating the role of EBV
infection in the initial phases of epithelial carcinogenesis.
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