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Development of a method to determine hydroxymethylcytosine in DNA at single base
resolution utilizing recombinant DNMT1
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Genomic DNA methylation modification plays crucial role in development. Major
players of the establishment of DNA methylation and replication-coupled maintenance DNA methylation have
been identified. Recently, active DNA demethylation step has been reported to be catalyzed initially by
TET family oxidases to produce hydroxymethylcytosine. Although several techniques to identify the
position of hydromeethylcytosine in genome have been reported, they possess disadvantages. In the
present study, we have developed a new technique to determine hydroxymethylcytosine at single base
resolution utilizing recombinant DNA methyltransferase DNMT1.
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