2015 2016

RNA

Investigation roles of the miRNA pathway in maternal-to-xygotic transition
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The maternal-to-Zygotic transition (MZT) involves degradation of maternal
product to switch zygotic gene-oriented development, and is the conserved process in animal
development. To investigate roles of the miRNA pathway genes in MZT in the Drosophila embryo, we
generated several GFP knocked-in flies for Dcr-1, Agol and Gw. We knocked down these GFP fusion
protein specilicaally in early embryogenesis by activating deGradFP system, which poly-ubiquitinates

GFP-fusion proteins to promote their degradation. We found that when GFP-tagged Gw was knocked
down, about 50% of embryos stalled embryogenesis at the stage during which the MZT starts,
suggesting that the miRNA pathway is indeed involved in the MZT.
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