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Genetic basis of the initiation of sexual and parthenogenetic development in
Drosophila
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Elys

The genetic changes that allow the transition from sexual reproduction to
parthenogenesis in animals remain elusive. To address the problem we here performed the following
experiments using Drosophila melanogaster and D. ananassae. Firstly, we tried to induce
parthenogenenetic development of D. melanogaster unfertilized eggs, with de novo formation of
centrosomes in the egg cytoplasm. Secondly, our comparative genomic analysis of the sexual and
parthenogenetic strains of D. ananassae identified two genomic regions on the second chromosome
essential for parthenogenetic development to occur. Finally, we have shown that the maternal-effect
gene Elys of D. melanogaster is required for zygote formation using the two nuclei from the ovum and

sperm.
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