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Reticulate evolution of reticulate animal color patterns
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i To elucidate the variety of animal color patterns and their _underlyin
mechanisms, we focused on the possible associations between cryptic and complex reticulate co
patterns and reticulate evolutionary events such as genetic introgression and hybridization.

Tor

Comparative genomics and color pattern analyses of reticulated animal species and their related

species with distinct color patterns have brought new insights into the relationships between color

patterns and phylogenetic patterns.
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