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Survey of flower color causing-genes in chrysanthemum mutated cultivars by
eliminating their periclinal chimerical structure through tubular floret culture
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In chrysanthemum ‘ Daisy’ sporting family with a wide flower color
variation, solid mutants were obtained by eliminating their periclinal chimerical structure through
tubular floret culture. The flower colors of solid mutants was stable in three out of four ‘ Daisy’

cultivars. To search for flower color causing-genes, RNA-seq was performed using RNA extracted from
the petals of solid mutants. From the RNA-seq, exhaustive expression gene information of about 50,
000 genes was obtained. Using bioinformatics tools, several genes involved in the biosynthesis,
degradation and transcriptional regulation of anthocyanins and carotenoid pigments were obtained.
Significant differences in the expression levels were observed in several genes among solid mutants.
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