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Molecular ecological analysis for traditional rice vinegar brewing

Ishii, Masaharu
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i i i Maturation period, which is a very important period for the traditional
rice vinegar brewing, was analyzed microbiologically. After “ Tsubo-yose” various samples were
analyzed through next generation DNA sequencer in terms of 16S rRNA. Samples were collected 20 cm

below the water level.
In each period, Firmicutes was most abundant, and second most abundant was Alphaproteobacteria.

Also, there was a big change for the microbiological member in 307-day sample after “ Tsubo-yose.”
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