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Analysis of Cold-Adaptation Mechanism of Food Spoilage Bacteria and Its
Application to Food Industry

KURIHARA, Tatsuo

3,000,000

Leuconostoc mesenteroides NHO4 ATCC8292
NBRC3832

bifunctional
acetaldehyde-CoA/alcohol dehydrogenase
RNA

We found that Leuconostoc mesenteroides NHO4 isolated from spoiled processed
meat products has higher adhesion to mucin than the ATCC8292 strain and the NBRC3832 strain of the
same species, and its adhesiveness is increased in the presence of sodium nitrite used as a food
additive. A homolog of bifunctional acetaldehyde-CoA/alcohol dehydrogenase was identified as a
cell-surface protein of NHO4 possibly involved in its adhesion. We also identified homologs of
proteins involved in RNA modification/folding and transport of compatible solutes as cold-inducible
proteins of NHO4 that may be involved in its cold adaptation.
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