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Construction of a_transposon insertion mutants library in Staphylococcus aureus
isolated from bovine mastitis for development of a novel strategy to treat

mastitis

Yoneyama, Hiroshi
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Staphylococcus aureus is the most important etiologic agent of bovine
mastitis. To develop a novel prophylactic and/or treatment strategy, it is important to understand
virulence factors and microbial physiology of S. aureus isolated from bovine mastitis. However,
information about the mastitis-associated virulence factors is very limited. We therefore attempted
to construct a transposon-mutagenized library using S. aureus SA5, which was isolated from bovine
mastitis, to understand the bovine mastitis-related virulence factors in this study. As a result,
although the frequency of transposition of the transposon into the SA5 genome was low, we confirmed
that two candidate clones actually had a transposon insertion in their genome. Next, we focused on
sortase because it presents several known virulence factors on the cell surface of this bacterium.
We thus constructed an isogenic sortase-deficient mutant derived from SA5 using the homologous

recombination technique.
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