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Development of system-wide zebrafish immune repertoire analysis at the
individual level
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In this study, we have developed methods enabling system-wide analysis of T
cell receptor (TCR) repertoire at the individual level by taking advantage of a zebrafish model. We
extended our analysis into human TCR repertoire and revealed that the immunodominant TCRs are shared

by different individuals at least in the setting of anti-virus immune reaction and immune
reconstitution after allogeneic hematopoietic cell transplantation.
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