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Identification and functional analysis of brain catechin-binding proteins using
aliphatic catechin derivatives
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I previously found that aliphatic catechin derivatives introduced an alkyl
group not only upregulated major AR -degrading enzyme neprilysin and o -secretase that cleaves
amyloid precursor protein not to generate AR , but also downregulated [ -secretase via gene
expression. In this study, to understand catechin-mediated regulatory mechanism of these gene
expressions, | screened catechin-binding proteins for membrane or cytosolic proteins derived from
neuronal cells or mouse brains using catechin-coupled magnetic beads and LC/MSMS method, and
identified two candidate proteins; one is a secretory vesicle-related protein, and the other is gene

expression-related protein. When the neuronal cells overexpressing the candidate protein A or B
were treated with aliphatic catechin derivatives, neﬁrilysin activity was more strongly increased
than that in mock cells treated with aliphatic catechins, as well [3 -secrease activity was more
prominently suppressed in cells overexpressing the protein A.
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