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Functional analysis of epigenetic factors that inhibit cellular senescence
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Gene regulation and epigenomic conversion are involved in the program of
cellular senescence, but the molecular mechanisms remain unclear. We investigated the key processes
of cellular senescence, using specific siRNAs libraries against nuclear and chromatin factors, and
found that 1) retinoblastoma protein promotes oxidative phosphorylation through up-regulation of
glycolytic genes in oncogene-induced senescent cells; 2) the SETD8/PR-Set7 methyltransferase
functions as a barrier to prevent senescence-associated metabolic remodeling.
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