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Possibility of forced conversion of the developmental stage of malaria parasite
by forced expression of transcription factors
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In this study, induction of forced developmental stage conversion of malaria
parasite was attempted by the forced expression of transcription factors, which act at various
developmental stages. Construction of plasmid vectors, for expression of gametocyte stage specific
transcription factors AP2-G and AP2-G2, could not be achieved due to those gene size, AT-richness,
genetic polymorphism etc. The plasmid vector for the expression of sporozoite stage specific
transcription factor AP2-Sp was successfully constructed and introduced into the cultured
intraerythrocytic parasite. As a result of the induction of expression of AP2Sp, no phenotype other
than a slight suppression of growth rate was observed. It is also possible that the system for on /
off regulation of overexpression did not work. In future, we think that it is necessary to elucidate
the mechanism for on / off regulation of gene expression which is deficient in the parasite.
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