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Reconstitution of reverse transcription in vitro.
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Reverse transcription of human immunodeficiency virus (HIV) was successfully
reconstituted in vitro (cell-free) using recombinant HIV reverse transcriptase and in vitro
synthesized HIV RNA. By using this in vitro assay, novel mechanisms to regulate HIV reverse
transcription have revealed; 1) Critical role of guanosine (G) number at 5-end of virus RNA for
successful 1st strand transfer, and (2) HIV has evolved to package the most efficient RNA into virus
particle, providing novel mechanisms to regulate HIV reverse transcription and its coevolution
history with viral genome transcription machinery.
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