2015 2017

MRSA
Analysis of regional propagation pattern of MRSA and establishment of early

containment countermeasures.
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__ _The separation rate of methicillin-resistant Staphylococcus aureus (MRSA) 1is
regarded as an indication of whether or not infection control measures are sufficiently conducted

in medical institutions. In recent years, it has become possible to judge whether or not the origins
of separated MRSAs are identical by genetic testing. We conducted MRSA genetic tests separated by
medical institutions in Nagano Prefecture and conducted a survey of the propagation pattern of MRSA

in Nagano Prefecture.

Nagano prefecture can be broadly divided into 4 districts. The isolated MRSA was found to have a
large number of identical-derived strains propagated in specific areas. In regions where
transmission of identical strains is frequent, the separation rate of MRSA is high, and horizontal

transmission of MRSA should be dealt with as regional problem.
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