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Development of new vaccine therapy to promote the symbiotic bacteria in gut.

Kanai, Takanori
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Regarding the onset of inflammatory bowel disease, it is important to reduce
the diversity of intestinal microbiota. We generated the mice inoculated with healthy human feces
(HC mice) or primary sclerosis cholangitis-associated ulcerative colitis (PSC / UC) patient feces
(PSC/UC mice) and analysed a week after transplantation. In PSC / UC mice, Thl17 cells was
accumulated in liver compare to the HC mice. Next, we isolated 3 dominant microbiota in mesenteric
lymph node of PSC/UC mice. Klebsiella pneumonia, Proteus mirabilis and Enterococcus gallinarum were
isolated.We also analysed fecal microbiota in Healthy controls and PSC/UC patients. Analysis by the
Q-PCR method confirmed that these intestinal bacteria were detected more frequently in PSC / UC
patients than in HC control. We demonstrated that certain intestinal microbiota are involved in
extraintestinal lesions. We will further promote vaccine therapy with the analysis of these
bacteria.
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; Bifidobacteria, Lactobacilli,
Clostridium coccoides, Clostridium leptum,
Clostridium butyricum ,Faecalibacterium
prausnitzii

(Ruminococcus gnavus,
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