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The purpose of this study is the characterization of the oral microbiome
related to head and neck, digestive organ cancer. Saliva was collected from the patients who had a
diagnosis of head and neck cancer or a digestive organ cancer in National Hospital Organization
Kyushu Cancer Center. Salivary microbiome was analyzed with the next-generation sequencer. The
results were compared with those of the salivary microbiome of dwelling population at Hisayama town
to aim the identification of a special microbe or the unique constitution pattern to cancer
patients. As a result, the salivary microbiome constitution peculiar to the patients of head and
neck, digestive organ cancer was not recognized, but the constituent ratio of some bacterial species
was significantly different between a cancer patients and non-cancer dwelling population.
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