(®)
2015 2018

Seméparametric statistical theory and inference methods for efficient clinical
studies

Noma, Hisashi

2,800,000

Comparative Effective Research

In clinical and epidemiological studies, improvements of statistical
precision and powers are relevant problems that can influence the feasibility for these studies. In
addition, in recent advanced medical studies, large-scale genome and omics data are also measured.
In evidence synthesis for these studies, the statistical problems are also important. To assure
scientific validity and to improve efficiency of these studies, improved statistical methods are
required. We developed several effective statistical methods to address these issues.
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