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Analysis of mechanism of hypusine pathway in cancer
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Activation of hypusine pathway, which relates to the translation,
contributes to malignant phenotype in cancer. However, since direct target genes of hypusine pathway
regain unclear, 1 tried to identify mRNAs which bind to elF5A, a translational factor, in this
study.

As first, | performed RNA-ChIP assay for isolation of mRNAs, which were binding to elF5A. After
that, | analyzed its sequence using ion proton. Next, 1| and Dr. Tanimoto, a computational scientist,
extracted the candidate genes. To evaluate whether the candidate genes bind to elF5A, 1 performed

RT-PCR using each specific primer of these genes. Then, 1 found that some candidate genes bound to
elF5A. In addition, to determine the pathways which are regulated by elF5A, 1 performed KEGG Eathway
analysis against extracted candidate genes. As a result, I found that elF5A might regulate the

translation of cytoskeleton and adhesion molecules. Moreover, we tried to identify the binding motif
of elF5A based on RNA sequencing data.
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Term Count_ % PValue
Spliceosome 15 3.080082136 1.11E-05
Focal adhesion 15 3.080082136 0.001620588
Notch signaling pathway 6 1.232032854  0.010300716
Insulin signaling pathway 10 2.05338809  0.014405283
Adherens junction 7 1437371663  0.021849501
elF5A2
Term Count % PValue
Spliceosome 30 2.311248074 6.61E-08
Adherens junction 18 1.386748844 6.54E-05
Axon guidance 24 1.848998459 1.28E-04
Notch signaling pathway 13 1.001540832 1.83E-04
Focal adhesion 30 2.311248074 7.97E-04
Endocytosis 25 1.926040062 0.008204369
Regulation of actin cytoskeleton 28 2157164869 0.008625903
RNA degradation 11 0.847457627 0.011686801
Whnt signaling pathway 21 1617873652 0.012896294
Lysine degradation 9 0.693374422 0.018832504
Ubiquitin mediated proteolysis 18 1.386748844 0.036772699
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