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Digital PCR gquantification of fibrosis-related miRNAs as serum biomarkers for
pancreatic ductal adenocarcinoma

Suzuki, Rei

1,600,000

3
microRNA (mir-328, mir-382, mir-let-7d) miRNA PCR
digital PCR

In this study, we utilized digital PCR to measure serum miRNA expression in
pancreatic ductal adenocarcinoma (PDAC) patients. We firstly confirmed miRNAs which significantly
altered expression in human pancreatic stellate cells (hPSC) co-cultured with PDAC cell lines
compared with normal hPSC. We found that mir-328, mir-382 and mir-let-7d significantly altered its
expression alon? with enhanced fibrosis-related gene expressions. Serum miRNA from PDAC patients and

healthy controls was extracted and absolute quantitation of the miRNAs was performed with digital
PCR. In comparison of expression level of 3 serum circulating miRNAs between 22 PDAC patients and 20
healthy controls, these 3 miRNAs could discriminate caner from controls and yielded area an under
curve (AUC) of 0.76 for mir-328, 0.69 for mir-382 and 0.85 for mir-let-7d, respectively.We concluded
that igital PCR quantification of fibrosis-related miRNAs can be useful serum biomarkers for
pancreatic ductal adenocarcinoma.
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hsa-miR-211-5p 2.764¢ |hsa-let-7d-5p -3.0525
hsa-miR-328-3p 20.8029 |hsa-miR-101-3p -3.2165
hsa-miR-382-5p 2.60§ [hsa-miR-146b-5p -3.0884
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hsa-miR-328-3p 2.6017| |hsa-let-7d-5p -3.0549
hsa-miR-382-5p 25988 |hsa-miR-1-3p -3.0784

hsa-miR-101-3p -3.2794

hsa-miR-107 -3.0819

hsa-miR-126-3p -3.1379

miRNA mimic/inhibitor
3 miRNA
mir-328

mir-382
miRNA mimic Thermo Fisher)

inhibitor Thermo Fisher)

miRNA mimic ( (mirVana

mir-let-7d
miRNA inhibitor (mirVana miRNA

10nM  20nM miRNA
3
3
miIRNA
miRNA  digital PCR
2
miRNA
mir-let-7d

17

mir-382

Relative expression of mRNA
IGAPDH

Relative expression of mRNA
IGAPDH

MiRNA

mir-328 mimic

B mimic negative control
mir-328 mimic 10 nM 24hr

B mir-328 mimic 10 nM 48hr

N

b

mir-382 mimic
El mimic negative control
mir-382 mimic 10 nM 24hr

B8 mir-382 mimic 10 nM 48hr

mir-let-7d inhibitor

z Firdec 70 bfor 20 ¥ 24
.g B mir-let-7d inhibitor 20 nM 48hr
S S
S Y&
1
Marker AUC
mir-328 63.6 85.0 0.76
mir-382 45.4 80.0 0.69
mir-let-7d 59.1 95.0 0.85
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