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Analysis of cell-cell communication using comparison of gene co-expression for
different tissues
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ATTED-11 [ http://atted.jp ]

Cell functions are composed of the individual functions of many genes. Gene
network analysis is widely used to estimate the functional combination of genes.
Similarly with ?rotein-protein interaction network analysis, gene co-expression network analysis,
which is a similarity of gene expression profiles, is widely used as network analysis. In this
study, | have developed a methodology to compare and integrate multiple gene co-expression networks
among multiple tissues of a model plant, Arabidopsis. The results based on the new methodologies in
this study were available in a plant co-expression database, ATTED-I11 [ http://atted.jp/ ].
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