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Analysis of molecular mechanisms of vacuolar membrane fusion regulated by SNARE
proteins in plant cells
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The multifunctional vacuole is the largest organelle in plant cells, to and
in which many proteins and other components are transported and stored. Three vacuolar transport
pathways exist in Arabidopsis cells, but detail mechanisms of these pathways are still unclear. The
analysis of transport mechanism of VHP1 to the vacuole suggests that RAB5-dependent
RAB7-AP3-independent Rathway, which is one of the plant unique pathways, is related to the transport

pathway from ER to the vacuole. SNARE proteins are conserved key molecules regulating membrane
fusion in membrane trafficking pathways. Vacuolar transport also involves a set of SNARE proteins,
which mainly reside on the vacuolar membrane. Vacuolar SNAREs have also been shown to be required
for vacuolar morphogenesis. VAM3/SYP22/SGR3 is a Qa-SNARE localizing on the vacuolar membrane. By
the analysis of sgr3-1 mutant, alpha-SNAP was isolated as a novel regulator of vacuolar dynamics in

plant.
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