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Natural selection for maintaining epigenetic status in plants
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DNA methylation is an important epigenetic modification that affects both

chromatin packing and transcription. DNA methylation occurs in three sequence contexts, that is, CG,

CHG, and CHH (where H is A, C, or Ta in plants. All three contexts are methylated within repetitive

elements. The major role of DNA methylation within repetitive elements is to silence transcription
and functions as a host defense against transposons. On the other hand, only the CG context is
mainly methylated within coding regions in plants that is called gene body methylation. Gene body
methylation is considered a byproduct of the process of removing heterochromatic marks within active

genes; gene body methylation might not be functional. However, | found that gene body methylation
was observed in a biased subset of genes, tended to be conserved between plant orthologs, and the
drastic changes of gene body methylation significantly affected expression levels.
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