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Revealing unknown basal fungal groups abundantly detected in deep-sea
environments

NAGANO, Yuriko
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Fungal diversity, including unknown basal fungal groups in deep-sea
chemosynthetic communities was investigated using next-generation sequencing. Through this study,
the fungal diversity in deep-sea environments and its novelty, the domination of unknown basal
fungal groups, not only in Sagami Bay methane cold-seep but also in the whale-fall chemosynthetic
ecosystems were revealed. Furthermore, through collaborative research, novel compounds with useful
physiological functions, such as anti-oomycete, anti-tumor, and antioxidant, was discovered from
fungi isolated from the deep-sea environments.
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