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microRNA-mediated regulation of several cortical cell layers in rice seminal
root

NOSAKA-TAKAHASHI, Misuzu

3,100,000

T11-22-2 microRNA
OsDCL1 microRNA
Class 111 homeodomain leucine zipper 2
OSHB microRNA

In rice seminal root, several layers of cortex cells are formed by repeated
periclinal division of endodermis cells in the root apical meristem region. Seminal root of T11-22-2
mutant is thicker than that of wild type. This is because of the increased number of cortical cell

layers in the seminal root of mutant. The causal gene of T11-22-2 mutant encodes OsDCL1, which is
related to microRNA biosynthesis. Thus, in this research, we aimed to clarify the formation of
several cortical cell layers in rice seminal root possibly regulated by microRNA. As a result, we
found that the expression of two genes in OSHB family, which encode transcription factors in Class
111 homeodomain leucine zipper family, are regulated by microRNA and related to the control of root

thickness and length.
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