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Elucidation of the mechanism of high anthocyanin accumulation and flesh
coloration in grape
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We investigated the mechanism of color mutation from red-skinned "Benitaka®
to black-skinned with red-fleshed "Brazil®. The DNA methylation levels in the promoter region of
VVMYBALBEN allele in both cultivars were analyzed. Methylation levels of "Benitaka"™ in skin and
flesh were clearly higher than in that of "Brazil® through the maturation stages. In addition,
expression levels of VWMYBAL and anthocyanin biosynthesis related genes were significantly higher in

"Brazil® for both skin and flesh than that of "Benitaka®. These results suggest that the color
mutation from "Benitaka®" to "Brazil" was caused by the drastic decrease of DNA methylation level at
the promoter region of VWMYBAL1BEN. We concluded that this mutation accelrate the expression levels

of an}hocyanin biosynthesis related genes and anthocyanin accumulation in skin and flesh in
Brazil®.
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