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Simple and efficient functional gene analysis is a one of the most important

issues in the post-genomics era. In this study, we exploited a fungal CRISPR/Cas9 system and
applied genome editing to genome-wide functional genomics approaches in the rice blast fungus. Using
this system, we established highly efficient gene targeting, multiple gene disruption, base
modification, and reporter gene knock-in methods. In addition, we developed a novel ?enome—editing
tool, “ Target-AID” , which enables targeted nucleotide substitution without a DNA cleavage and
donor gene by cytidine deamination. These genome-editing strategies can be used to expand various
fundamental approaches and molecular breeding methods in filamentous fungi.
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