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To understand the underlying mechanism of winter dormancy in Japanese cedar
(Cryptomeria japonica), we performed transcriptome analysis of bud samples collected from trees
grown in the field from October to March. The microarray data revealed that transcriptome changes
during dormancy. It also revealed the genes associated with endodormancy and ecodormancy and the
genes associated with the number of days required for bud break during ecodormancy. These data
indicated that although tree growth was suppressed in dormant period, the transcriptome changes

constantly to survive the harsh winter environment.
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(D Mine Nose, Transcript profiling during winter dormancy in Japanese cedar
(Cryptomeria japonica D.Don). 6% Plant Dormancy Symposium. Kyoto, 2018. 10.
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