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Analysis of genetic diversity and host-specificity of non-primate hepacivirus
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Non-primate hepacivirus (NPHV) is thought to share the ancestor with
hepatitis C virus (HCV), which is an important viral model for elucidating the origin, pathogenicity
or host-tropism of HCV. However, the epidemiological or virological evidence is still poor. In this
study, we isolated NPHV from some endemic species in Japan and phylogenetically analyzed them in
order to elucidate the genetic diversity of NPHV. Moreover, we investigated the mechanisms of equine
hepacivirus (EHcV) 5 UTR in IRES-dependent translation initiation and the association of EHcV 5
UTR with miR-122-indepdendent viral replication.
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