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Evaluation of genetic factors for drug sensitivity in childhood leukemia by
genome wide association analysis
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i _ The treatment for childhood acute lymphoblastic leukemia treatment is used
combined several anti-cancer drugs. We analyzed the association between genetic variants and the

therapy related clinical information, which are drug-induced toxicities, allergy and drug
concentration, by genome wide association study (GWAS). We found that 6-MP tolerability during

maintenance therapy was significantly associated with the genetic variation of MED4 and NUDT15, and
NEGR1 was possible association factor of tolerability. The MTHFR variant was possible association

factor of delaying methotrexate level after high dose methotrexate treatment.
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