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By long-term exposure of decitabine (DAC), a DNA methyltransferase
inhibitor, human colorectal cancer (CRC) cell lines, HCT116 and SW620 cells acquired resistance to

DAC. It was clarified that the decrease in deoxycytidine kinase (dCK, activation enzyme of DAC) is
mainly involved in acquired resistance to DAC. In contrast, another human CRC cell line, HT29 cells

were suggested to show natural resistance to DAC by some factors other than dCK. In microarray
analysis, the up-regulation in metabolism of xenobiotics by P450, lipid metabolism and WNT signaling

pathway was observed in HT29 cells. Detail examination of these pathways found in this research
would be helpful for the overcoming of resistance to DAC.
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