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The oncogenic contribution of EBV for gastric cancer and nasopharyngeal
carcinoma is not fully elucidated. In this study, we focused on DNA-editing enzyme APOBEC and
clarified that EBV-induced APOBEC3 damages mitochondrial DNA via C-to-T mutagenesis. Because
mitochondrial DNA damage is found in many cancers and correlates with the prognosis of cancer
patients, clarifying the molecular mechanism of APOBEC3 and mitochondrial DNA damage contributes to
elucidation of tumorigenesis of EBV-infected epithelial cells and leads to the development of

therapeutic drugs.
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