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Identification of exosomal microRNA associated with severe obstructive lung
diseases and its clinical application

Suzuki, Masaru
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Serum exosomal RNA profiles were altered in patients with severe asthma
compared with healthy volunteers and patients with mild-to-moderate asthma. MicroRNA analysis
revealed that four microRNAs were significantly up-regulated in patients with severe asthma, and
pathway analysis identified ErbB signaling pathway and Neurotrophin signaling pathway as top-ranked
pathways regulated by the up-regulated microRNAs.
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microRNA
miR-128 miR-140-3p miR-196b-5p
miR-486-5p

microRNA
microRNA| HV+NS SA log2 FDR
p value
ID (mean) | (mean) |fold change g value
hsa-miR-
499  84.02 4.0731  0.0003 0.038
140-3p
hsa-miR-
135 2877 4.4083 0.001 0.1045
128
hsa-miR-
3415 6588.61 4.27 0.001 0.1146
486-5p
hsa-miR- -
8.76 Infinity 0.003 0.1814
196b-5p
HV = healthy volunteer
NS = non-severe asthma
SA = severe asthma
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