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To identify miRNAs that regulate expression of IL-33, an important cytokine

gene for asthma development, expression of miRNAs in human airway epithelial cells was investigated.
Consequently, although a novel miRNA directly controlling IL-33 expression could not be identified,
miR-29 was found to regulate epithelial expression of both soluble ST2 (sST2), a decoy receptor for
IL-33, and IFNAR1, a type 1 interferon receptor. Furthermore, I found that miR-29 is produced
extracellularly via exosomes secreted by airway epithelial cells.
These results suggest that miR-29 may be involved in the IL-33-dependent molecular mechanisms of
asthma development, triggered by respiratory viral infection, via regulation of sST2 and IFNAR1
expression in the airway epithelial cells.
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