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Identification of new deposited nephropathy and elucidation of pathological
target

Takeda, Naoko

2,400,000

LC-MS/MS
20% 1mm2

234

Glomerular deposits of deposited nephropathy that can not be classified as
known diseases experienced at our hospital were analyzed. The glomerulus was separated by laser
microdissection and analyzed by LC-MS/MS to identify the etiological protein. Analysis was performed

using residual renal biopsy specimens that were used for diagnosis, and the total area of 1 mm2,
which is about 20% of the usual volume, was collected. As a result of the analysis, 234 constituent

proteins could be identified. We investigated pathogenic proteins using minimal change nephrotic
syndrome without deposits and renal amyloidosis specimens with obvious deposits as controls. We are
still studying now, and in the future we plan to produce antibodies to candidate proteins, stain

with them, and identify deposits.
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