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Analysis of virulence control mechanism in group A streptococcal infection
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In this research, we aimed to clarify the new mechanism of sever GAS
pathogenicity caused by rocA gene mutation.Two clinically isolates named MTB 313 and MTB314, have
almost the same genomic structure, but the sequences of the regulator rocA genes are different.
Based on this, recombinant GAS was prepared, and the gene expression profiles and pathological
conditions were compared.As a result, MTB 313 with rocA mutation showed high lethality to hCD46Tg
mice, and expression of many known pathogenic factors was elevated. In contrast, MTB 314 showed
little lethality to mice.Summarizing the results, it was suggested that the spontaneous mutation of
the rocA gene may have an effect on MTB 313"s high pathogenicity.
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