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Functional analysis of miRNA in radiation induced fibrosis and its application
to therapy
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Radiation-induced fibrosis (RIF) is thought to involve the excessive
accumulation of collagen; previously, we reported that radiation increased the type 1 collagen
expression and TGF-B was involved in this increase. It has been suggested that miRNA negatively
regulate the gene expression. However, their role in the RIF process remains unclear. In this study,

we examined the effects of miRNA on the type 1 colla?en expression induced by radiation. We found
that miR-29 were downregulated and targeted type | collagen gene in irradiated cells. We also found
that the overexpression of miR-29 inhibited the type 1 collagen expression whereas the knockdown of
miR-29 enhanced it. In addition, TGF-P signaling decreased the miR-29 expression whereas the
inhibition of this signaling cancelled this decrease. In conclusion, miR-29 was involved in the
regulation of type I collagen expression through the TGF-B signaling in irradiated cells,
suggesting that miR-29 may be an important regulator of RIF.
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