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Characterization of the T cell repertoire by dee? T cell receptor sequencing in
tissues and blood from patients with advanced colorectal cancer treated with
cetuximab.
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We started this study, after approval of IRB (Institutional Review Board).
Three cases were enrolled this study by now. During this study period, we published a paper of the
study which was the opportunity to start this study. Furthermore, we published a paper and reported
about analyzing the T cell repertoire in blood samples and cancer tissues in advanced colorectal
cancer patients that had received cancer peptide vaccine and oxaliplatin-based chemotherapy, and
investigating the relationship between the TCR diversity and the PFS (progression free survival).
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