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Elucidation of molecular mechanism and physiological significance in the

inhibition of osteoblast process formation by Runx2
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In osteoblast-specific Runx2 transgenic mice, osteoblast maturation was
inhibited and most of the osteoblasts were immature. Whole bone was formed by woven bone, the mice
frequently suffered bone fracture, osteocytes were virtually absent, and the number of osteoblast
processes were severely reduced. It suggested that cytoskeletal change, especially process
formation, may determine osteoblast maturation. The examination of the number of osteoblast
processes by the introduction of Runx2 or Runx2 siRNA revealed that the number of osteoblast

processes and Runx2 expression levels are inversely related, and that Runx2 is involved in the
regulation of osteoblast process formation.
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