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Development of new predictive factors for malignant alteration of oral cancer by
the functional analysis of the factors in regard to loss of anchorage
dependence.
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We used QR-32 cells in this study which is a regressive murine fibrosarcoma

cell clone; and QRsP-11, a progressive malignant tumor cell clone originated from QR-32. CALR is a
Ca2+-binding protein. This study was aimed to determine the usefulness of CALR as a prognostic
factor in patients with oral cancers. Our findings suggest that elevated expression of CALR might
play an important role in tumor progression in oral cancer, and could be considered as a useful
prognostic factor in oral cancer patients. Next, we tried to investigate the functions of CALR in
oral squamous cell carcinoma cell lines by using CALR-siRNA. We transfected CALR-siRNA into HSC2 and
HSC3 cells. Down-regulation of CALR resulted in growth inhibition and lower cell migration on HSC2
and HSC3. These results suggest that down-regulation of CALR expressions might conductive to the
reduction of 0SCC malignancy.Our data suggested that CALR may be a new predictive factor for
malignant alteration of oral cancer.
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2 55 495
b %
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: i 125
3 2.7
Stage 2% 234
b 4 g
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Outcome Alive 84 757
Death 27 243
CALR ex{'g:jlon in tumor cells P 604
High 44 396
CALR 67 (60.4%)
CALR 44 (39.6%)
CALR
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Characteristic CALR expression in tumor cell P-value *
Low expression  High expression  Total

(n=67,604%) (n=44,39.6%) (n=111)

n n n

Age 0.7247
<65 25 16 41
>65 42 28 70

Gender 0.2817
Male 39 21 60
Female 28 23 51

T classification 0.0027
142 56 25 81
3+4 11 19 30

N classification 0.0219
0 54 28 82
14243 13 16 29

Stage 0.0013
I+11 48 19 67
m+1v 19 25 44

* P<0.05 was defined as significant.
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Variable Hazard ratio 95%CI P-value *
Age years

<65 vs>65 1.652 0.771—-3.542 0.1966
Gender

Male vs Female 1.351 0.689—2.650 0.3814

T classification

TI+T2 vs T3+T4 2.216 1.118—4.391 0.0226
N classification

NO vs N1+N2+N3 3.041 1.543—5.995 0.0013
Stage

Stage I+11 vs Stage III+IV 2.673 1.349—5.296 0.0048
CALR expression

High vs Low 5.641 2.624—12.130 <0.0001

CIL: Confidence Interval ~ *P <0.05 was defined as significant.
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