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RNA editing in non-small cell lung cancer
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Genetic mutations play important roles in cancer development and
progression, but RNA editing also alters RNA sequence and may contribute to cancer biology. The most
prevalent form of RNA editing in human is Adenosine to Inosine editing (A to | editing) mediated by
ADARL and ADAR2. Recent study has shown altered editing levels of protein coding genes in cancer,
but RNA editing of miRNAs have not been studied in detail. The purpose of the study is to |dent|fy
miRNAs that undergo A to | editing in non-small cell lung cancer (NSCLC).

Using the publicly available small RNA sequencing data of lung adenocarcinoma, we identified gain of
editing in miR-200b and miR-381 and loss of editing in miR-99a, miR-379, miR-411, and miR-497. We
analyzed the editing levels of miR-99a in 50 cases of surgically resected NSCLC, and loss of editing
was observed in 19 cases. The loss of miR-99a editing was associated with relapse after surgery.

The RNA editing of miR-99a can be used as a biomarker of NSCLC.
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