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Identification of drug resistant mechanism of CRPC focusing on androgen receptor
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Androgen deprivation therapy is standard of care for advanced prostate
cancer. However, most cases will acquire resistant and progress to castration resistant prostate
cancer (CRPC), the mechanism of progression to CRPC is still not clear. To understand the part of
the mechanism to progression, gene Interaction analysis in CRPC cell line were analyzed using CAGE
analysis.

Func¥ional enrichment analysis identified about 2000 genes over-expressed in CRPC cell line and were
clustered as “ endosome” or “ pyrimidine metabolic process” .
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. Regulatin of transcription from RNA

polymerase II promoter
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