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Pathogenicity of Avian Infuenza Virus Isolates in Vietnam to domestic ducks
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Highlg pathogenic avian influenza virus (HPAIV) and low pathogenic avian
een co-circulating in domestic poultry populations in Vietnam. In the

influenza virus (LPAIV) have
present study, we examined whether pathogenicity of HPAIV was affected by co-infection with LPAIV.

Upon result, HPAIV showed reduced pathogenicity in domestic ducks with prior infection of LPAIV.
Cross-antigenicity between inoculated viruses and/or innate immunity induced by prior LPAIV

infection might be involved in the phenomenon.
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