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The molecular mechanism of CUL4B E3 ubiquitin ligase complex by SIRT7
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SIRT7 is an NAD dependent deacetylase. We found that SIRT7 increases the
hepatic lipid accumulation by inhibiting the degradation of TR4, a nuclear receptor that plays a
critical role in lipid homeostasis, via the DCAF1/DDB1/CUL4B E3 ubiquitin ligase complex. In the
present study, we identified that SIRT7 interacts with in vitro translated DDBl. Interaction of
SIRT7 and DDB1 was also detected in cultured 293T cells by the co-immunoprecipitation assay.
Furthermore, SIRT7 reduced acetylation of DDB1. These results suggest that SIRT7 regulates
DCAF1/DDB1/CUL4B E3 ubiquitin ligase complex via DDB1 deacetylation. Further studies are necessary
to the functional consequence of DDB1 deacetylation in the DCAF1/DDB1/CUL4B E3 ubiquitin ligase

complex.
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